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Welcome

Example
to your APOE, MTHFR, COMT & TNFA report

Date of Birth: 01 Jan 2001 Date Reported: 26 Nov 2020 Sample Number: 12345678

Referring Practitioner: Private

Introduction

From your buccal swab sample we have used a process called the Polymerase Chain Reaction (PCR), which copies the
DNA of your genes many times over so that we can generate sufficient quantities to analyse your genetic material.

We then identify unique DNA sequences in some of your genes. Certain changes (polymorphisms) in these genes

have been studied in detail, with evidence that correlates these polymorphisms with an individual’s risk of developing
certain chronic disease conditions or altered metabolic processes. Having identified the presence or absence of these
polymorphisms, we are able to qualitatively assess particular areas of health risk related to the specific genes. To make a
holistic assessment of health risks, environmental factors (diet and lifestyle) need to be considered in conjunction with
the accompanying genetic profile.

How to read your results

You will find your genetic results in the following pages. On the left side you will see the gene name and description. On
the right side you will find your specific result and an explanation of the results, associated risks, and diet and lifestyle
recommendations. The impact can be identified by the following:
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YOUR RESULT: E3/E2 o0

In general, E2 carriers have lower total cholesterol levels. There is
some suggestion that the APOE E2 allele may have a slight
protective effect against CVD, however, despite lower cholesterol
levels, E2 carriers are not immune to dyslipidaemia and raised
triglycerides. E2 carriers appear to respond less to dietary
intervention, but appear to be more responsive to statin therapy.

YOUR RESULT: CT o0

The T allele lowers activity of the MTHFR enzyme, which results in
an increase in homocysteine levels, a decrease in DNA
methylation and thus an increase in DNA adducts.

T allele carriers have increased folate, vitamin B2, B6 & B12
requirements. — Enzyme function is only 70% of optimal in CT
individuals. In addition to folate-rich foods, a supplement may be
recommended.

MTHFR YOUR RESULT: AA O

No genetic variation was detected at the 1298 A>C locus.

YOUR RESULT: AA Q00

The A allele is associated with a 3-4 fold reduction in the
methylation activity of the COMT enzyme and is associated with
increased risk for breast cancer. Key interventions for beneficial
modulation of oestrogen metabolism can be accomplished by
increasing insoluble fibre, managing the quality of dietary fat
intake, losing weight, and increasing exercise. In addition, ensure
sufficient anti-oxidant and magnesium intake. Dietary
components that inhibit COMT activity include quercetin and tea
catechins.
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TNF-A YOUR RESULT: GG O

No variant was detected at the 308 G>A locus.
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Risks and Limitations

DNAlysis Biotechnology has a laboratory with standard and effective procedures in place for handling samples and effective protocols in place to protect against technical and operational problems. However as
with all laboratories, laboratory error can occur; examples include, but are not limited to, sample or DNA mislabelling or contamination, failure to obtain an interpretable report, or other operational laboratory
errors. Occasionally due to circumstances beyond DNAlysis Biotechnology’s control it may not be possible to obtain SNP specific results.
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